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Elapsed: 0 hr(s) 0 min(s) 1 sec(s) 456 ms 
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SUBSTITUTE SEQUENCE LISTING 


<110> MI, SHA 

MCCOY, JOHN 
PEPINSKY, R. BLAKE 
LEE, DANIEL H. S. 

<120> NOGO RECEPTOR BINDING PROTEIN 

<130> 2159 . 0440003/EJH/CLD 

<140> 10553685 
<141> 2008-05-13 


<150> PCT/US04/008323 

<151> 2004-03-17 

<150> 60/455, 756 

<151> 2003-03-19 

<150> 60/480,241 

<151> 2003-06-20 

<150> 60/492, 057 

<151> 2003-08-01 

<160> 41 

<170> Patentln Ver. 3.2 

<210> 1 

<211> 2897 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> modif ied_base 

<222> (2376) 

<223> n = a, t, c or g 

<220> 

<221> modif ied_base 

<222> (2381) 

<223> n = a, t, c or g 

<220> 

<221> modif ied_base 

<222> (2859) 

<223> n = a, t, c or g 

<220> 

<221> modif ied_base 

<222> (2861) 

<223> n = a, t, c or g 

<220> 


<221> modif ied_base 

<222> (2871) 

<223> n = a, t, c or g 

<220> 

<221> modif ied_base 

<222> (2877) 

<223> n = a, t, c or g 

<220> 

<221> modif ied_base 

<222> (2880) 

<223> n = a, t, c or g 


<400> 1 

ggagagacat gcgattggtg accgagccga gcggaccgaa ggcgcgcccg agatgcaggt 60 

gagcaagagg atgctggcgg ggggcgtgag gagcatgccc agccccctcc tggcctgctg 120 

gcagcccatc ctcctgctgg tgctgggctc agtgctgtca ggctcggcca cgggctgccc 180 

gccccgctgc gagtgctccg cccaggaccg cgctgtgctg tgccaccgca agcgctttgt 240 

ggcagtcccc gagggcatcc ccaccgagac gcgcctgctg gacctaggca agaaccgcat 300 

caaaacgctc aaccaggacg agttcgccag cttcccgcac ctggaggagc tggagctcaa 3 60 

cgagaacatc gtgagcgccg tggagcccgg cgccttcaac aacctcttca acctccggac 420 

gctgggtctc cgcagcaacc gcctgaagct catcccgcta ggcgtcttca ctggcctcag 480 

caacctgacc aagctggaca tcagcgagaa caagattgtt atcctactgg actacatgtt 540 

tcaggacctg tacaacctca agtcactgga ggttggcgac aatgacctcg tctacatctc 600 

tcaccgcgcc ttcagcggcc tcaacagcct ggagcagctg acgctggaga aatgcaacct 6 60 

gacctccatc cccaccgagg cgctgtccca cctgcacggc ctcatcgtcc tgaggctccg 720 

gcacctcaac atcaatgcca tccgggacta ctccttcaag aggctctacc gactcaaggt 780 

cttggagatc tcccactggc cctacttgga caccatgaca cccaactgcc tctacggcct 840 

caacctgacg tccctgtcca tcacacactg caatctgacc gctgtgccct acctggccgt 900 

ccgccaccta gtctatctcc gcttcctcaa cctctcctac aaccccatca gcaccattga 960 

gggctccatg ttgcatgagc tgctccggct gcaggagatc cagctggtgg gcgggcagct 1020 

ggccgtggtg gagccctatg ccttccgcgg cctcaactac ctgcgcgtgc tcaatgtctc 1080 

tggcaaccag ctgaccacac tggaggaatc agtcttccac tcggtgggca acctggagac 1140 

actcatcctg gactccaacc cgctggcctg cgactgtcgg ctcctgtggg tgttccggcg 1200 

ccgctggcgg ctcaacttca accggcagca gcccacgtgc gccacgcccg agtttgtcca 12 60 

gggcaaggag ttcaaggact tccctgatgt gctactgccc aactacttca cctgccgccg 1320 

cgcccgcatc cgggaccgca aggcccagca ggtgtttgtg gacgagggcc acacggtgca 1380 

gtttgtgtgc cgggccgatg gcgacccgcc gcccgccatc ctctggctct caccccgaaa 1440 

gcacctggtc tcagccaaga gcaatgggcg gctcacagtc ttccctgatg gcacgctgga 1500 

ggtgcgctac gcccaggtac aggacaacgg cacgtacctg tgcatcgcgg ccaacgcggg 1560 

cggcaacgac tccatgcccg cccacctgca tgtgcgcagc tactcgcccg actggcccca 1620 

tcagcccaac aagaccttcg ctttcatctc caaccagccg ggcgagggag aggccaacag 1680 

cacccgcgcc actgtgcctt tccccttcga catcaagacc ctcatcatcg ccaccaccat 1740 

gggcttcatc tctttcctgg gcgtcgtcct cttctgcctg gtgctgctgt ttctctggag 1800 

ccggggcaag ggcaacacaa agcacaacat cgagatcgag tatgtgcccc gaaagtcgga 18 60 

cgcaggcatc agctccgccg acgcgccccg caagttcaac atgaagatga tatgaggccg 1920 

gggcgggggg cagggacccc cgggcggccg ggcaggggaa ggggcctggc cgccacctgc 1980 

tcactctcca gtccttccca cctcctccct acccttctac acacgttctc tttctccctc 2040 

ccgcctccgt cccctgctgc cccccgccag ccctcaccac ctgccctcct tctaccagga 2100 

cctcagaagc ccagacctgg ggaccccacc tacacagggg cattgacaga ctggagttga 2160 

aagccgacga accgacacgc ggcagagtca ataattcaat aaaaaagtta cgaactttct 2220 

ctgtaacttg ggtttcaata attatggatt tttatgaaaa cttgaaataa taaaaagaga 2280 

aaaaaactat ttcctatagc tagtcggaat gcaaactttt gacgtcctga ttgctccagg 2340 

gccctcttcc aactcagttt cttgtttttc tcttcntcct nctcctcttc ttcctccttt 2400 

ctcttctctt cccccagtgg ggagggatca ctcaggaaaa caggaaagga ggttccagcc 24 60 

ccacccacct gcccaccccg ccccaggcac catcaggagc aggctagggg gcaggcctgg 2520 


gcccagctcc gggctggctt tttgcagggc gcaggtggag gggacaggtc tgccgatggg 2580 

ggtgggagcc tgtctgctgg gctgccaggc ggcaccactg caaggggtgg gagcctggct 2640 

cgggtgtggc tgagactctg gacagaggct ggggtcctcc tgggggacag cacagtcagt 27 00 

ggagagagcc aggggctgga ggtggggccc accccagcct ctggtcccag ctctgctgct 27 60 

cacttgctgt gtggccctca agcaggtcca ctggcctctc tgggcctcag tctccacatc 2820 

tgtacaaatg ggaacattac cccctgccct gcctacctna nagggctgtt ntgaggnatn 2880 

gatgagatga tgtatgt 28 97 

<210> 2 
<211> 614 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Leu Ala Gly Gly Val Arg Ser Met Pro Ser Pro Leu Leu Ala Cys 
15 10 15 

Trp Gin Pro lie Leu Leu Leu Val Leu Gly Ser Val Leu Ser Gly Ser 

20 25 30 

Ala Thr Gly Cys Pro Pro Arg Cys Glu Cys Ser Ala Gin Asp Arg Ala 
35 40 45 

Val Leu Cys His Arg Lys Arg Phe Val Ala Val Pro Glu Gly lie Pro 
50 55 60 

Thr Glu Thr Arg Leu Leu Asp Leu Gly Lys Asn Arg lie Lys Thr Leu 
65 70 75 80 

Asn Gin Asp Glu Phe Ala Ser Phe Pro His Leu Glu Glu Leu Glu Leu 
85 90 95 

Asn Glu Asn lie Val Ser Ala Val Glu Pro Gly Ala Phe Asn Asn Leu 
100 105 110 

Phe Asn Leu Arg Thr Leu Gly Leu Arg Ser Asn Arg Leu Lys Leu lie 
115 120 125 

Pro Leu Gly Val Phe Thr Gly Leu Ser Asn Leu Thr Lys Leu Asp lie 
130 135 140 

Ser Glu Asn Lys lie Val lie Leu Leu Asp Tyr Met Phe Gin Asp Leu 
145 150 155 160 

Tyr Asn Leu Lys Ser Leu Glu Val Gly Asp Asn Asp Leu Val Tyr lie 
165 170 175 

Ser His Arg Ala Phe Ser Gly Leu Asn Ser Leu Glu Gin Leu Thr Leu 
180 185 190 

Glu Lys Cys Asn Leu Thr Ser lie Pro Thr Glu Ala Leu Ser His Leu 
195 200 205 

His Gly Leu lie Val Leu Arg Leu Arg His Leu Asn lie Asn Ala lie 
210 215 220 


Arg Asp Tyr Ser Phe Lys Arg Leu Tyr Arg Leu Lys Val Leu Glu lie 


225 


230 


235 


240 


Ser His Trp Pro Tyr Leu Asp Thr Met Thr Pro Asn Cys Leu Tyr Gly 
245 250 255 

Leu Asn Leu Thr Ser Leu Ser lie Thr His Cys Asn Leu Thr Ala Val 
260 265 270 

Pro Tyr Leu Ala Val Arg His Leu Val Tyr Leu Arg Phe Leu Asn Leu 
275 280 285 

Ser Tyr Asn Pro lie Ser Thr lie Glu Gly Ser Met Leu His Glu Leu 

290 295 300 

Leu Arg Leu Gin Glu lie Gin Leu Val Gly Gly Gin Leu Ala Val Val 

305 310 315 320 

Glu Pro Tyr Ala Phe Arg Gly Leu Asn Tyr Leu Arg Val Leu Asn Val 

325 330 335 

Ser Gly Asn Gin Leu Thr Thr Leu Glu Glu Ser Val Phe His Ser Val 
340 345 350 

Gly Asn Leu Glu Thr Leu lie Leu Asp Ser Asn Pro Leu Ala Cys Asp 
355 360 365 

Cys Arg Leu Leu Trp Val Phe Arg Arg Arg Trp Arg Leu Asn Phe Asn 
370 375 380 

Arg Gin Gin Pro Thr Cys Ala Thr Pro Glu Phe Val Gin Gly Lys Glu 
385 390 395 400 

Phe Lys Asp Phe Pro Asp Val Leu Leu Pro Asn Tyr Phe Thr Cys Arg 
405 410 415 

Arg Ala Arg lie Arg Asp Arg Lys Ala Gin Gin Val Phe Val Asp Glu 
420 425 430 

Gly His Thr Val Gin Phe Val Cys Arg Ala Asp Gly Asp Pro Pro Pro 
435 440 445 

Ala lie Leu Trp Leu Ser Pro Arg Lys His Leu Val Ser Ala Lys Ser 
450 455 460 

Asn Gly Arg Leu Thr Val Phe Pro Asp Gly Thr Leu Glu Val Arg Tyr 
465 470 475 480 

Ala Gin Val Gin Asp Asn Gly Thr Tyr Leu Cys lie Ala Ala Asn Ala 
485 490 495 

Gly Gly Asn Asp Ser Met Pro Ala His Leu His Val Arg Ser Tyr Ser 
500 505 510 

Pro Asp Trp Pro His Gin Pro Asn Lys Thr Phe Ala Phe lie Ser Asn 
515 520 525 


Gin Pro Gly Glu Gly Glu Ala Asn Ser Thr Arg Ala Thr Val Pro Phe 


530 


535 


540 


Pro Phe Asp lie 
545 

Ser Phe Leu Gly 


Ser Arg Gly Lys 
580 

Pro Arg Lys Ser 
595 

Phe Asn Met Lys 
610 


Lys Thr Leu lie 
550 

Val Val Leu Phe 
565 

Gly Asn Thr Lys 


Asp Ala Gly lie 
600 

Met lie 


lie Ala Thr Thr 
555 

Cys Leu Val Leu 
570 

His Asn lie Glu 
585 

Ser Ser Ala Asp 


Met Gly Phe lie 
560 

Leu Phe Leu Trp 
575 

lie Glu Tyr Val 
590 

Ala Pro Arg Lys 
605 


<210> 3 
<211> 59 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 3 

tcgagaaaaa agatcgtcat cctgctagac tctcttgaag tctagcagga tgacgatca 


<210> 4 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Arg Arg Ala Arg lie Arg Asp Arg Lys 
1 5 


<210> 5 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Lys Lys Val Lys Val Lys Glu Lys Arg 
1 5 


<210> 6 

<211> 9 

<212> PRT 

<213> Homo sapiens 


<400> 6 

Arg Arg Leu Arg Leu Arg Asp Arg Lys 
1 5 


<210> 7 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Arg Arg Gly Arg Gly Arg Asp Arg Lys 
1 5 


<210> 8 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Arg Arg lie Arg Ala Arg Asp Arg Lys 
1 5 


<210> 9 

<211> 6 

<212> PRT 

<213> Homo 

<400> 9 
Met Gin Val 
1 


sapiens 


Ser Lys Arg 
5 


<210> 10 
<211> 6 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Leu Ser Pro Arg Lys His 
1 5 


<210> 11 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 11 

lie Thr Pro Lys Arg Arg 
1 5 


<210> 12 
<211> 6 


<212> PRT 

<213> Homo sapiens 
<400> 12 

Ala Cys Pro His His Lys 
1 5 


<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Val Ser Pro Arg Lys His 
1 5 


<210> 14 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 14 

aaggcccagc aggtgtttgt gga 2 3 


<210> 15 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 15 

tactcgatct cgatgttgtg cttt 24 


<210> 16 
<211> 37 
<212> DNA 

<213> Artificial Sequence 


<220> 

<223> Description of Artificial Sequence: Primer 
<400> 16 

cagcaggtcg acgcggccgc atgctggcgg ggggcgt 37 


<210> 17 
<211> 29 
<212> DNA 


<213> Homo sapiens 
<400> 17 

cagcaggtcg acctcgcccg gctggttgg 2 9 

<210> 18 
<211> 37 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 18 

aattaagaat tcacgggctg cccgccccgc tgcgagt 37 

<210> 19 
<211> 44 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 19 

tatatttcta gatcactcgc ccggctggtt ggagatgaaa gcga 44 

<210> 20 
<211> 44 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 20 

cttgacacgg gatccgcggc cgcatgctgg cggggggcgt gagg 44 

<210> 21 

<211> 45 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 

<400> 21 

gcagcggggc gggcagcccg tggccgagcc tgacagcact gagcc 4 5 


<210> 22 
<211> 44 
<212> DNA 


<213> Artificial Sequence 


<220> 

<223> Description of Artificial Sequence: Primer 
<400> 22 

cttgacacgg gatccgcggc cgcatgctgg cggggggcgt gagg 4 4 


<210> 23 
<211> 45 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 23 

gtcccggatg cgggcgcggg ccgagcctga cagcactgag cccag 45 


<210> 24 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 24 

atattctaga atgctggcgg ggggcgtgag 30 


<210> 25 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 25 

atatactagt gtcgttgccg cccgcgttgg 30 


<210> 26 
<211> 46 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 


<400> 26 

cccagcaggt gtttgtggac gagtgatcta gggccgcgga tccctg 


46 


<210> 27 

<211> 46 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 

<400> 27 

cagggatccg cggccctaga tcactcgtcc acaaacacct gctggg 4 6 


<210> 28 
<211> 43 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 28 

cgccgcgcac ccgggtgaat tccgcgcccg catccgggac cgc 43 


<210> 29 
<211> 43 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 29 

gcggtcccgg atgcgggcgc ggaattcacc cgggtgcgcg gcg 4 3 


<210> 30 
<211> 43 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 30 

cgccgcgcac ccgggtgaat tcgcccagca ggtgtttgtg gac 4 3 


<210> 31 
<211> 43 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 


<400> 31 


gtccacaaac acctgctggg cgaattcacc cgggtgcgcg gcg 


43 


<210> 32 
<211> 46 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 32 

catcctctgg ctctcacccg aaaaggtact ggtctcagcc aagagc 4 6 


<210> 33 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 33 

gctcttggct gagaccagta ccttttcggg tgagagccag aggatg 4 6 


<210> 34 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Ser Pro Arg Lys His 
1 5 


<210> 35 

<211> 31 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 

<400> 35 

aattaagcgg ccgcatgctg gcggggggcg t 31 


<210> 36 

<211> 24 

<212> DNA 

<213> Artificial Sequence 


<220> 

<223> Description of Artificial Sequence: Primer 


<400> 36 

aattaagcgg ccgctttgtc atgt 


<210> 37 
<211> 32 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 37 

gattactcga gatgctggcg gggggcgtga gg 32 


<210> 38 
<211> 36 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 38 

cgcgggaatt ctcatatcat cttcatgttg aacttg 36 


<210> 39 

<211> 33 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 

<400> 39 

gccttccgcg gcctcaacta cctgcgcgtg etc 33 


<210> 40 
<211> 75 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 
<400> 40 

ceggaattet caagegtaat caggaaegtc 
gcggggcgcg tegge 


Sequence: Primer 


gtaagggtat atcatcttca tgttgaactt 60 

75 


<210> 41 
<211> 55 
<212> DNA 

<213> Artificial Sequence 


<220> 

<223> Description of Artificial Sequence: Primer 
<400> 41 

tgatcgtcat cctgctagac ttcaagagag tctagcagga tgacgatctt ttttc 55 


